data reports was formed after adding 5 ml water. The precipitate was filtered off and washed with toluene. The resulting residue was purified by recrystallization from Et 2 O solution to afford S-(2-aminophenyl) phenylcarbamothioate (1.2 g, 69% yield) as a white solid. Slow evaporation of the solvent resulted in colourless plates. 1 H NMR (400 MHz, DMSO) 10.40 (s, 1H, NH), 7.49 (d, J = 7.9 Hz, 2H), 7.29 (t, J = 7.8 Hz, 2H), 7.21 (d, J = 7.6 Hz, 1H), 7.14 (t, J = 7.6 Hz, 1H), 7.08-6.95 (m, 1H), 6.77 (d, J = 8.1 Hz, 1H), 6.55 (t, J = 7.4 Hz, 1H), 5.36 (s, 2H, NH 2 ).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å , ) . Figure 3
Reaction scheme.
Figure 1
The molecular structure with displacement ellipsoids drawn at the 50% probability level. H atoms are drawn as circles of arbitrary size. 
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IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. H atoms on N atoms were located in difference maps and refined isotropically. The remaining H atoms were positioned geometrically and treated as riding, with C-H = 0.95 Å and U iso (H) = 1.2U eq (C). 
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